The asymmetric unit of the title compound, C 16 H 14 N 4 O 4 , contains one half-molecule of (nitrophenyl)ethanimine and the complete molecule is generated by a crystallographic inversion centre. The molecule has an E conformation with respect to each C N double bond. The central C N-N C plane is twisted from the benzene rings with a dihedral angle of 24.76 (11) . In the crystal, C-HÁ Á ÁO interactions link the molecules to form sheets that lie parallel to (104).
Related literature
For the biological acivity of hydrazones, see: Khanmohammadi et al. (2008) ; Luboch et al. (2009) . For related structures, see: Chantrapromma et al. (2011); ; Fun, Nilwanna et al. (2011); Jansrisewangwong et al. (2010) ; Nilwanna et al. (2011) . For bondlength data, see: Allen et al. (1987) Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 2; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 supplementary materials Acta Cryst. (2012) . E68, o643 [doi:10.1107/S1600536812004722] (1E,2E)-1,2-Bis[1-(3-nitrophenyl)ethylidene]hydrazine Safra Izuani Jama Asik, Hoong-Kun Fun, Ibrahim Abdul Razak, Patcharaporn Jansrisewangwong and Suchada Chantraproma Comment Hydrazones have been intensively investigated mostly because of their potential applications as antibacterial and antifungal drugs (Khanmohammadi et al., 2008) and as fluorescent chemosensors for metal ions (Luboch et al., 2009 ).
Owing to our medicinal chemistry research on hydrazones, we previously reported the synthesis and crystal structures of some hydrazone derivatives Fun, Nilwanna et al., 2011; Jansrisewangwong et al., 2010; Nilwanna et al., 2011) . The title compound was synthesized to study for antibacterial activity and fluorescence properties in order to get more detail on the structural activity relationship through comparing with other closely related compounds.
The asymmetric unit of (I) ( Fig. 1) , contains one half-molecule of (nitrophenyl)ethanimine and the complete molecule is generated by a crystallographic inversion centre (-x,-y + 1,-z). The molecule is in an E configuration with respect to C7═N1 double bond [1.2803 (17) Å] with the torsion angle N1A-N1-C7-C1 = 179.92 (10)°. The methyl groups are twisted from the planes of benzene (C1-C6 and C1A-C6A) rings and their orientations can be indicated by the torsion angles (C1-C6-C7-C8 and C1A-C6A-C7A-C8A) = 24.91 (19)°. The bond length are within the normal range (Allen et al., 1987) and are comparable with the related structures Fun, Nilwanna et al., 2011; Jansrisewangwong et al., 2010; Nilwanna et al., 2011) . In the crystal structure ( Fig. 2) , the C3-H3A···O1 interaction links the molecules into two-dimensional layers parallel to the (1 0 4) plane.
Experimental
The title compound was synthesized by mixing a solution (1:2 molar ratio) of hydrazine hydrate (0.10 ml, 2 mmol) and 3nitroacetophenone (0.66 g, 4 mmol) in ethanol (20 ml). The resulting solution was refluxed for 4 h, yielding the yellow crystalline solid. The resultant solid was filtered off and washed with methanol. Yellow block-shaped single crystals of the title compound suitable for X-ray structure determination were recrystalized from acetone by slow evaporation of the solvent at room temperature over several days (m.p. 469-471 K).
Refinement
All the H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 and 0.96 Å. The U iso values were constrained to be 1.5U eq of the carrier atom for methyl H atoms and 1.2U eq for the remaining H atoms. A rotating group model was used for the methyl groups.
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: supplementary materials sup-2 Acta Cryst. (2012) . E68, o643 SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 ).
Figure 1
The structure of the title compound, showing 50% probability displacement ellipsoids. H atoms are shown as spheres of arbitrary radius.
Figure 2
The crystal packing, viewed along the b-axis, showing the molecules linked into two-dimensional layers parallel to the where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.21 e Å −3 Δρ min = −0.18 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (10) 0.0708 (9) 0.0246 (9) −0.0438 (9) 0.0216 (7) O2 0.1242 (12) 0.0551 (7) 0.0763 (9) 0.0281 (7) −0.0242 (8) −0.0045 (6) N1 0.0550 (6) 0.0460 (6) 0.0357 (5) 0.0002 (5) −0.0080 (4) 0.0071 (4) N2 0.0638 (8) 0.0518 (7) 0.0535 (7) 0.0030 (6) −0.0133 (6) 0.0126 (6) C1 0.0561 (8) 0.0465 (7) 0.0488 (8) 0.0046 (6) −0.0020 (6) −0.0061 (6) C2 0.0696 (10) 0.0617 (9) 0.0424 (7) −0.0022 (7) −0.0053 (6) −0.0130 (6) C3 0.0576 (8) 0.0632 (9) 0.0350 (6) −0.0071 (7) −0.0088 (5) 0.0015 (6) C4 0.0440 (6) 0.0450 (7) 0.0388 (6) −0.0030 (5) −0.0044 (5) 0.0058 (5) C5 0.0430 (6) 0.0426 (7) 0.0338 (6) −0.0013 (5) −0.0024 (4) 0.0006 (5) C6 0.0383 (6) 0.0425 (6) 0.0357 (6) 0.0002 (5) −0.0007 (4) 0.0015 (5) C7 0.0391 (6) 0.0426 (7) 0.0376 (6) 0.0045 (5) 0.0003 (4) 0.0042 (5) C8 0.0847 (11) 0.0450 (8) 0.0600 (9) 0.0046 (8) −0.0171 (8) 0.0064 (7) Geometric parameters (Å, º) 
